
Supplementary documentation on phylogenetic relations used to build the working 

tree:  

 

 

'Non-Ditrysian' and 'Lowest Ditrysian' families in the traditional sense were adapted as far 

as possible after Yen et al (2005), Niehuis et al (2006), Turner et al (2010), Kawahara et al (2011) , 

Grehan (2012), Regier et al (2012a), Sohn et al (2013), Moraes & Duarte M (2014): 
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Gelechioidea, rearranged following Kaila (2004) and Kaila et al (2011): 
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The Geometridae was partly adapted from Sihvonen et al (2011): 
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Parts of the large superfamily Noctuoidea were arranged according to Zahiri et al (2010, 2012) 

with some details on the Arctiinae updated from Zaspel (2014) and Scott (2014): 
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Different aspects of the relations within the Papilionoidea (the most thoroughly worked out 

taxon) were adapted from the results of Als et al (2004), Wahlberg et al (2005, 2009), Braby et al 

(2006, 2007), Peña et al (2006, 2011),  Fric et al (2007), Warren et al (2008, 2009), Wiemers et al 

(2009) and Simonsen et al (2010). Some further additional information is quoted in these 

publications:  
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The structure of the Pyraloidea followed Munroe & Solis (1999) as updated by Regier et al 

(2012b): 
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For the Bombycoidea the nesting hierarchy derived from Zwick et al (2011) was adopted, 

complemented with evidence from Kawahara et al (2009) and Regier et al (2000, 2002, 2008): 
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